IV)  AUC for different models, and model settings
Choosing the background region
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Figure S IV‑1: Mean and SD of AUCtest from 100 models made of 500, 1000 and 5000 points, drawn at random from the entire region (blue, y-axis on the left) and from the target group (orange, y-axis on the right). The AUCs from the TG are significantly greater than the AUCs from the entire region. This suggests that the localities where bumblebees were observed are not randomly distributed across the entire region. Hence, the background region for the individual species distribution models were chosen from within the target group localities and not from the entire region.  
Model settings (Maxent)

These settings refer to Maxent (Maximum Entropy Modeling of Species Geographic Distributions) Version 3.4.0, December 2016:

http://biodiversityinformatics.amnh.org/open_source/maxent/ 
· maximumbackground=10000 (Chosen from the Target group, see Figure S IV-1 and main text).

· replicates=5

· replicatetype=crossvalidate

· outputformat=Cloglog

· applyThresholdRule=Minimum training presence
At last, the predictions are interpreted as 'probability of occurrence'.

Assessing the performance of species distribution models
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Figure S IV‑2: Mean and SD of AUCtest from the bumblebee species models and a set of null models. Null models were made of records randomly selected from the target group background (Fig. S IV-1). Despite known assumptions and limitations
, the AUC is commonly used as a threshold-independent measure of model performance for SDMs. With presence-only data such as the pollinators’ sightings, the maximum achievable AUC is <1
, so standard thresholds for evaluating goodness of fit do not apply. As an alternative, the average AUC value of each pollinator distribution model (AUCSDM) can be compared with the average AUC value of a set of null models (AUCNM) where species records were replaced by randomly chosen locations
. This chart shows that AUCSDM > AUCNM, indicating a better than random performance.
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